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Abstract

The new, mobile-friendly version of the Cool Season Food Legume Genome
Database has been redesigned to allow for more efficient access to data,
tools, and resources by users. The database has been updated with all
current genetic maps, molecular markers, and QTL data in addition to the
most current genome data for pea, lentil, chickpea, and faba bean. The
new interface allows users to quickly search and retrieve data from the
database. Quick access to popular tools which allow users to use BLAST for
searches with current genome sequences and transcripts, view genomes in
the JBrowse genome browser, make comparisons of genetic and physical
map data with CMap, and view metabolic PlantCyc maps are also easily
found from the website header. The ultimate goal of CSFL is to provide a
single website where researchers can view/query/download all current
genetics, genomics and breeding data for pea, lentil, chickpea and faba
bean as well as have access to analysis tools that are useful for research.

 Crop information easily

accessed using Crops Quick
Start

e Crop pages allow for easy
access to crop-specific data
and tools

e Tools include BLAST, batch
BLAST, the JBrowse genome
browser, CMap for genetic
map viewing and PathwayCyc

 Links to popular tools also
under Tools Quick Start
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Available Resources Pea Lentil Chickpea Faba Bean
Markers 7,026 50,058 31,060 2,317
Genetic Maps (CMap) 28 18 40 11
QTLs 762 150 502 105
Genomes 0 0 2 0

Searchable Sequences Pea Lentil Chickpea Faba Bean
RefTrans Soon Soon Yes Yes
Unigenes from ESTs Yes Yes Yes No
ESTs Yes Yes Yes Yes
Genomes No No Yes No
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News and Events

« 2016 International Conference on Pulses, April 13-15, 2016
« New marker, map and QTL data available for lentil (12/1/135)
» Redesigned CSFL launched November 2, 2015
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Search QTLs

Search QTLs and/or MTLs (Mendelian Trait Loci) by any combination of species, trait category. trait name, published symbol or label.
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